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MATERIALS AND METHODS
Preparation of FMBP-1 proteins -GST-fused FMBP-1 was prepared as described (5) . For separation of the GST-tag from the GST-fused proteins, Sepharose beads bound with the fusion protein were washed with proteolysis buffer (50 mM Tris-HCl, pH7.0, 150 mM NaCl, 1 mM EDTA, and 1 mM DTT), and resuspended in a small amount of the same proteolysis buffer. PreScission protease (60 units/ml beads) was added and mixed with rotation overnight at 4 o C. The mixture was centrifuged, and the protein separated from GST in the supernatant was collected and dialyzed against NP40 buffer (50 mM Tris-HCl, pH7.9, 12.5 mM MgCl 2 , 100 mM NaCl, 0.1 mM EDTA, 20% glycerol, 0.1% NP40, and 1 mM DTT). Structures of the deletion proteins are described in Fig. 5A . POU-M1 was prepared with the same methods.
The preparation of proteins without any tag was carried out as described (7) . Crude extract was loaded onto a SP-Sepharose column, and fractionated with a linear gradient from 0 M to 1 M NaCl. The peak fractions were pooled and refractionated by reverse-phase HPLC.
TFA was added to the eluate from the SP-Sepharose column, and the pH was adjusted to below 4.0. Samples were loaded on a reverse-phase HPLC column, and the proteins were eluted with a 0% -40% linear gradient of acetonitrile in 0.1% TFA. The peak fractions were pooled, lyophilized, redissolved in phosphate-buffered saline, and diluted with NP40 buffer.
Electrophoretic Mobility shift assay -Electrophoretic mobility shift assays were carried out as described by Takiya et al. (4) . The oligonucleotide probe +290 ( The FMBP-1-recognition sequence is composed of dA:dT pairs alone (ATNTWTNTA) (Fig.3) , and all the minor groove-selecting reagents used here prefer AT-rich regions, whereas the major groove-selecting 7 reagent methyl green prefers GC-rich regions. Therefore, we examined effects of methyl green at up to 1 mM. As shown in Fig. 2B , 0.5 and 1 mM of methyl green tended to inhibit the binding of FMBP-1. These results suggested that FMBP-1 bound to the major groove of DNA.
Distamycin gave an apparently controversial result (Fig. 2C ).
Distamycin binds selectively to the minor groove of DNA (10) We further analyzed the DNA-bending induced by these proteins with gels containing different concentrations of polyacrylamide. As shown in Fig. 5C , the angles calculated from the mobility in the different gels varied, but under all conditions used in this study, the STPR proteins with short extended regions did not bend DNA as sharply as the intact FMBP-1. However, we found that the STPR fused to GST at the N-terminus gave a similar pattern to the complete FMBP-1 in the permutation electrophoresis (Fig. 5D) . Therefore, to bend DNA sharply, the long N-terminal extended region was necessary. A possible role of the long N-terminal extended region in the bending is discussed in the Discussion section. on the same gel using the same probe (Fig. 7C) . It is known that BmFkh 
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